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Supplementary Figure S1. Relative levels of core clock proteins in GFP-CLK
complexes.

Supplementary Figure S2. NIPPED-A interacts with CLK in S2 cells.

Supplementary Figure S3. RNAi knockdown of Nipped-A in clock cells reduces HA-
NIPPED-A immunostaining in sLNvs and LNas.

Supplementary Data S1. Proteins identified in GFP-CLK complexes at different times
during a diurnal cycle.

Supplementary Data S2. Proteins identified in FLAG-CYC complexes at Zeitgeber Time
24
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Figure S1. Relative levels of core clock proteins in GFP-
CLK complexes. The number of spectral counts for CLK
(green), CYC (yellow), PER (red) and TIM (purple) in figure 1A
were normalized to CLK by dividing by the total number of
spectral counts for CLK at each timepoint. The normalized
spectral counts for each core clock protein are shown, where
CLK level is 1.0. White bar, times when lights are on; black bar,
times when lights are off.
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Figure S2. NIPPED-A interacts with CLK in S2 cells. (A) Full-
length image of long-exposure western blot shown in Figure 3B. (B)
Full-length image of long-exposure western blot shown in Figure 3C.
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Figure S3. RNAi knockdown of Nipped-A in clock cells reduces HA-
NIPPED-A immunostaining in sLN,s and LNgs. Brains from w'''®, UAS-dicer;
3x HA-Nipped-A/tim-Gal4; Nipped-A RNAIi3/+ (HA-Nipped-A+Nipped-A RNAI)
and w8 UAS-dicer; 3x HA-Nipped-A/+; Nipped-A RNAIi3/+ (HA-Nipped-A) flies
collected at CT24 were immunostained with HA and PER antibodies and imaged
by confocal microscopy. PER (green), HA (red) and PER + HA (yellow) signals
are shown for the sLN, and LN, groups of circadian pacemaker neurons. All
images represent 24 or more brain hemispheres.
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